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Dr. von Heijne has worked mainly on problems related to protein sorting and
membrane protein biogenesis and structure. The work includes both bioinformatics
methods development (e.g. methods for prediction of signal peptides and other
sorting signals as well as prediction of membrane protein topology) and experimental
studies in E. coli and eukaryotic systems. The most important achievements include
the discovery of the so-called "(-1,-3)-rule” (describes signal peptide cleavage sites)
and the "positive inside" rule (describes membrane protein topology), and the
development of widely used prediction methods such as TOPPRED, SignalP, and
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